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<160> 11 

<210> 1 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1 

agggtacaat ttcagtcccg a 21 




<210> 2 
<211> 21 
<212> DNA 

<213> Homo sapiens 
<400> 2 

cggcgtcatg ctccattctg a 21 



<210> 3 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 3 

tgaacagtca cactcgagac catgatgc 28 



<210> 4 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 4 

catcctgttc tcgaggagct ttaga 25 



<210> 5 
<211> 776 
<212> DNA 

<213> Homo sapiens 
<400> 5 

tgaacagtca cacttgcaac catgatgcct aaacattgct ttctaggctt cctcatcagt 60 



25438919.1 



ttcttcctta ctggtgtagc aggaactcag tcaacgcatg agtctctgaa gcctcagagg 120 

gtacaatttc agtcccgaaa ttttcacaac attttgcaat ggcagcctgg gagggcactt 180 

actggcaaca gcagtgtcta ttttgtgcag tacaaaatat atggacagag acaatggaaa 240 

aataaagaag actgttgggg tactcaagaa ctctcttgtg accttaccag tgaaacctca 300 

gacatacagg aaccttatta cgggagggtg agggcggcct cggctgggag ctactcagaa 360 

tggagcatga cgccgcggtt cactccctgg tgggaaacaa aaatagatcc tccagtcatg 420 

aatataaccc aagtcaatgg ctctttgttg gtaattctcc atgctccaaa tttaccatat 480 

agataccaaa aggaaaaaaa tgtatctata gaagattact atgaactact ataccgagtt 540 

, tttataatta acaattcact agaaaaggag caaaaggttt atgaaggggc tcacagagcg 600 

gttgaaattg aagctctaac accacactcc agctactgtg tagtggctga aatatatcag 660 

cccatgttag acagaagaag tcagagaagt gaagagagat gtgtggaaat tccatgactt 720 

gtggaatttg gcattcagca atgtggaaat tctaaagctc cctgagaaca ggatga 776 



<210> 6 
<211> 231 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Met Met Pro Lys His Cys Phe Leu Gly Phe Leu lie Ser Phe Phe Leu 

5 10 15 

Thr Gly Val Ala Gly Thr Gin Ser Thr His Glu Ser Leu Lys Pro Gin 

20 25 30 

Arg Val Gin Phe Gin Ser Arg Asn Phe His Asn lie Leu Gin Trp Glii 

35 40 45 

Pro Gly Arg Ala Leu Thr Gly Asn Ser Ser Val Tyr Phe Val Gin Tyr 

50 55 60 

Lys lie Tyr Gly Gin Arg Gin Trp Lys Asn Lys Glu Asp Cys Trp Gly 
65 70 75 80 

Thr Gin Glu Leu Ser Cys Asp Leu Thr Ser Glu Thr Ser Asp lie Gin 

85 90 95 

Glu Pro Tyr Tyr Gly Arg Val Arg Ala Ala Ser Ala Gly Ser Tyr Ser 

100 105 110 

Glu Trp Ser Met Thr Pro Arg Phe Thr Pro Trp Trp Glu Thr Lys lie 

115 120 125 

Asp Pro Pro Val Met Asn lie Thr Gin Val Asn Gly Ser Leu Leu Val 

130 135 140 

lie Leu His Ala Pro Asn Leu Pro Tyr Arg Tyr Gin Lys Glu Lys Asn 
145 150 155 160 

Val Ser lie Glu Asp Tyr Tyr Glu Leu Leu Tyr Arg Val Phe lie lie 

165 170 175 

Asn Asn Ser Leu Glu Lys Glu Gin Lys Val Tyr Glu Gly Ala His Arg 

180 185 190 

Ala Val Glu He Glu- Ala Leu Thr Pro His Ser Ser Tyr Cys Val Val 

195 200 205 

Ala Glu He Tyr Gin Pro Met Leu Asp Arg Arg Ser Gin Arg Ser Glu 

210 215 220 

Glu Arg Cys Val Glu He Pro 
225 230 



<210> 7 

<211> 37 

<212> DNA 

<213> Homo sapiens 

<400> 7 

ccaacttcca tgatcaatgg aatttccaca catctct 37 



-2- 



<210> 8 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 8 

aagactgagt tgatcaagag aatcgagcct aga 



33 



<210> 9 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 9 

aatgtctaga tgctgttctc atttacc 



27 



<210> 10 

<211> 792 

<212> DNA 

<213> Homo 

<400> 10 

atgatgccta 

ggaactcagt 

tttcacaaca 

tttgtgcagt 

ggatgctggc 

cagagacaat 

accagtgaaa 

gggagctact 

gatcctccag 

ccaaatttac 

ctactatacc 

ggggctcaca 

gctgaaatat 

gaaattccat 



sapiens 

aacattgctt 
caacgcatga 
ttttgcaatg 
acaaaatcat 
agcacatttc 
ggaaaaataa 
cctcagacat 
cagaatggag 
tcatgaatat 
catatagata 
gagtttttat 
gagcggttga 
atcagcccat 
ga 



tctaggcttc 
gtctctgaag 
gcagcctggg 
gttctcatgc 
ttgtaacttc 
agaagactgt 
acaggaacct 
catgacgccg 
aacccaagtc 
ccaaaaggaa 
aattaacaat 
aattgaagct 
gttagacaga 



ctcatcagtt 
cctcagaggg 
agggcactta 
agcatgaaaa 
ccaggctgca 
tggggtactc 
tattacggga 
cggttcactc 
aatggctctt 
aaaaatgtat 
tcactagaaa 
ctaacaccac 
agaagtcaga 



tcttccttac 
tacaatttca 
ctggcaacag 
gctctcacca 
gaacattggc 
aagaactctc 
gggtgagggc 
cctggtggga 
tgttggtaat 
ctatagaaga 
aggagcaaaa 
actccagcta 
gaagtgaaga 



tggtgtagca 
gtcccgaaat 
cagtgtctat 
gaagccaagt 
taaatatgga 
ttgtgacctt 
ggcctcggct 
aacaaaaata 
tctccatgct 
ttactatgaa 
ggtttatgaa 
ctgtgtagtg 
gagatgtgtg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
792 



<210> 11 
<211> 263 
<212> PRT 

<213> Homo sapiens 
<400> 11 

Met Met Pro Lys His Cys Phe Leu Gly Phe Leu lie Ser Phe Phe Leu 

5 10 15 

Thr Gly Val Ala Gly Thr Gin Ser Thr His Glu Ser Leu Lys Pro Gin 

20 25 30 

Arg Val Gin Phe Gin Ser Arg Asn Phe His Asn He Leu Gin Trp Gin 

35 40 45 

Pro Gly Arg Ala Leu Thr Gly Asn Ser Ser Val Tyr Phe Val Gin Tyr 

50 55 60 

Lys He Met Phe Ser Cys Ser Met Lys Ser Ser His Gin Lys Pro Ser 
65 70 75 80 

Gly Cys Trp Gin His He Ser Cys Asn Phe Pro Gly Cys Arg Thr Leu 

85 90 95 

Ala Lys Tyr Gly Gin Arg Gin Trp Lys Asn Lys Glu Asp Cys Trp Gly 
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100 

Thr Gin Glu Leu Ser Cys 
115 

Glu Pro Tyr Tyr Gly Arg 
130 

Glu Trp Ser Met Thr Pro 
145 150 
Asp Pro Pro Val Met Asn 
165 

lie Leu His Ala Pro Asn 
180 

Val Ser lie Glu Asp Tyr 
195 

Asn Asn Ser Leu Glu Lys 
210 

Ala Val Glu He Glu Ala 
225 230 
Ala Glu He Tyr Gin Pro 
245 

Glu Arg Cys Val Glu He 
260 



105 

Asp Leu Thr Ser Glu Thr 
120 

Val Arg Ala Ala Ser Ala 
135 140 
Arg Phe Thr Pro Trp Trp 
155 

He Thr Gin Val Asn Gly 
170 

Leu Pro Tyr Arg Tyr Gin 
185 

Tyr Glu Leu Leu Tyr Arg 
200 

Glu Gin Lys Val Tyr Glu 
215 2'20 
Leu Thr Pro His Ser Ser 
235 

Met Leu Asp Arg Arg Ser 
250 

Pro 



110 

Ser Asp He Gin 
125 

Gly Ser Tyr Ser 

Glu Thr Lys He 
160 

Ser Leu Leu Val 
175 

Lys Glu Lys Asn 
190 

Val Phe He He 
205 

Gly Ala His Arg 

Tyr Cys Val Val 
240 

Gin Arg Ser Glu 
255 



